
Important Note: This product as supplied is intended for research use only, not for use in human, therapeutic or diagnostic applications.

www.bioss.com.cn
sales@bioss.com.cn

techsupport@bioss.com.cn
400-901-9800

FBXO7 Rabbit pAb

Catalog Number: bs-8489R

Target Protein: FBXO7

Concentration: 1mg/ml

Form: Liquid

Host: Rabbit

Clonality: Polyclonal

Isotype: IgG

Applications: IHC-P (1:100-500), IHC-F (1:100-500), IF (1:50-200), ELISA (1:5000-10000)

Reactivity: (predicted:Human, Mouse, Rat, Sheep, Cow, Chicken, Dog, Horse)

Predicted MW: 59 kDa

Subcellular
Locations:

Cytoplasm ,Nucleus

Entrez Gene: 25793

Swiss Prot: Q9Y3I1

Source: KLH conjugated synthetic peptide derived from human FBXO7: 251-350/522.

Purification: affinity purified by Protein A

Storage: 0.01M TBS (pH7.4) with 1% BSA, 0.02% Proclin300 and 50% Glycerol.

Shipped at 4℃. Store at -20℃ for one year. Avoid repeated freeze/thaw cycles.

Background: FBXO7, also known as FBX, FBX7 or PKPS, is a 522 amino acid protein that contains one F-

box domain and functions as a component of the SCF complex. Defects in the gene

encoding FBXO7 are associated with parkinsonian-pyramidal syndrome (PKPS), a

hypokinetic rigid disorder that exhibits Parkinsonian and pyramidal-associated

symptoms.The FBXO7 gene encodes a member of the F-box protein family which is

characterized by an approximately 40 amino acid motif, the F-box. F-box proteins constitute

one of the four subunits of the ubiquitin protein ligase complex called SCFs (SKP1-cullin-F-

box), which function in phosphorylation-dependent ubiquitination. The F-box proteins are

divided into 3 classes: Fbws containing WD-40 domains, Fbls containing leucine-rich

repeats, and Fbxs containing either different protein-protein interaction modules or no

recognizable motifs. The protein encoded by this gene belongs to the Fbxs class and it may

play a role in regulation of hematopoiesis. Alternatively spliced transcript variants of this

gene have been identified with the full-length natures of only some variants being

determined.


